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Rat G Protein Gi(l
(Residues 1-353)

PDB: 1ASO

G Protein Alpha Subunits
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VKLLLLGAGESGKSTIVKQMKITHEAGYSEEECKQYKAVVYSNT--------- IQSITAIIRAMGRLKID
VKLLLLGAGESGKSTIVKQMKITHEDGFSGEDVKQYKPVVYSNT-- --IQSLAATVRAMDTLGIE
VKLLLLGAGESGKSTIVKQMKITHQDGYSLEECLEFIAIIYGNT--------- LQSTLAIVRAMTTLNIQ
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[34 aa]-KRLWKDSGVQACFNRSREYQLNDSAAYYLNDLDRIAQPNYIPTQQDVLRTRVKTTGIV
[35 aa]-MRLWGDSGIQECFNRSREYQLNDSAKYYLDSLDRIGAADYQPTEQDILRTRVKTTGIV
[34 aa]-QRLWKDSGIQACFERASEYQLNDSAGYYLSDLERLVTPGYVPTEQDVLRSRVKTTGIT
[34 aa]-KALWEDEGVRACYERSNEYQLIDCAQYFLDKIDVIKQADYVPSDQDLLRCRVLTSGIF
[32 aa]-KTLWEDPGIQECYDRRREYQLSDSAKYYLTDVDRIATLGYLPTQQDVLRVRVPTTGIT
[32 aa]-KQLWQDPGIQECYDRRREYQLSDSAKYYLTDIDRIATPSFVPTQQDVLRVRVPTTGIT
[32 aa]-QWLWRDAGIRACYERRREFHLLDSAVYYLSHLERITEEGYVPTAQDVLRSRMPTTGIN
[40 aa]-RALWADSGIQNAYDRRREFQLGESVKYFLDNLDKLGEPDYIPSQQDILLARRPTKGIH
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EYPFDLENIIFRMVDVGGQRSERRKWIHCFESVTSIIFLVALSEYDQVLAECDNENRVEE
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SMKLFDSTCNNKWFTDTSIILFLNKKDLFEEKIK--KSPLTICYPEYAG
SLMLFDSICNNKFFIDTSIILFLNKKDLFGEKIK--KSPLTICFPEYTG
SLHLFNSICNHRYFATTSIVLFLNKKDVFFEKIK--KAHLSICFPDYDG
ALNLFKS TWNNRWLRTISVILFLNKQDLLAEKVLAGKSKIEDYFPEFAR
SKALFRTIITYPWFQNSSVILFLNKKDLLEDKIL--YSHLVDYFPEFDG
SKALFKTIITYPWFLNSSVILFLNKKDLLEEKIM--YSHLISYFPEYTG
SLALFGTILELPWFKSTSVILFLNKTDILEEKIP--TSHLATYFPSFQG
SLNIFETIVNNRVFSNVSIILFLNKTDLLEEKVQ--IVSIKDYFLEFEG
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[29 aal-HFTCATDTKNVOFVFDAVTDVIDK 344
[28 aa]-HMTCATDTNNIOVVFDAVTDIIDA 344
[29 aal-HMTCATDTQNVKFVFDAVTDIIDK 340
[43 aa]-HFTCAVDTENIRRVFNDCRDIIOR 385
[29 aal-HFTCATDTENIRFVFAAVKDTILQ 350
[29 aa]-HFTCATDTDNIRFVFAAVKDTILQ 346
[41 aa]-HYTCTTDTQNIRKVFKDVRDSVLA 365
[30 aa]-HFTTTINTENIRLVFRDVKDTILH 368



