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Rat G Protein Giα1
(Residues 1-353)

PDB: 1AS0

Giα1 33 VKLLLLGAGESGKSTIVKQMKIIHEAGYSEEECKQYKAVVYSNT---------IQSIIAIIRAMGRLKID
Goα1 33 VKLLLLGAGESGKSTIVKQMKIIHEDGFSGEDVKQYKPVVYSNT---------IQSLAAIVRAMDTLGIE
Gtα1 29 VKLLLLGAGESGKSTIVKQMKIIHQDGYSLEECLEFIAIIYGNT---------LQSILAIVRAMTTLNIQ
Gsα 41 HRLLLLGAGESGKSTIVKQMRIIHVNGFNGEGGEEDPQAARSNS-[15 aa]-KEAIETIVAAMSNLVPP
G11α 40 LKLLLLGTGESGKSTFVKQMRIIHGAGYSEEDKRGFTKLVYQNI---------FTAMQAMIRAMETLKIL
G14α 36 LKLLLLGTGESGKSTFIKQMRIIHGSGYSDEDRKGFTKLVYQNI---------FTAMQAMIRAMDTLRIQ
G15α 43 LKLLLLGPGESGKSTFIKQMRIIHGAGYSEEERKGFRPLVYQNI---------FVSMRAMIEAMERLQIP
G13α 49 VKLLLLGAGESGKSTFLKQMRIIHGQDFDQRAREEFRPTIYSNV---------IKGMRVLVDAREKLHIP

Giα1 94 [34 aa]-KRLWKDSGVQACFNRSREYQLNDSAAYYLNDLDRIAQPNYIPTQQDVLRTRVKTTGIV
Goα1 94 [35 aa]-MRLWGDSGIQECFNRSREYQLNDSAKYYLDSLDRIGAADYQPTEQDILRTRVKTTGIV
Gtα1 90 [34 aa]-QRLWKDSGIQACFERASEYQLNDSAGYYLSDLERLVTPGYVPTEQDVLRSRVKTTGII
Gsα 117 [34 aa]-KALWEDEGVRACYERSNEYQLIDCAQYFLDKIDVIKQADYVPSDQDLLRCRVLTSGIF
G11α 101 [32 aa]-KTLWEDPGIQECYDRRREYQLSDSAKYYLTDVDRIATLGYLPTQQDVLRVRVPTTGII
G14α 97 [32 aa]-KQLWQDPGIQECYDRRREYQLSDSAKYYLTDIDRIATPSFVPTQQDVLRVRVPTTGII
G15α 104 [32 aa]-QWLWRDAGIRACYERRREFHLLDSAVYYLSHLERITEEGYVPTAQDVLRSRMPTTGIN
G13α 110 [40 aa]-RALWADSGIQNAYDRRREFQLGESVKYFLDNLDKLGEPDYIPSQQDILLARRPTKGIH

Giα1 185 ETHFTFKDLHFKMFDVGGQRSERKKWIHCFEGVTAIIFCVALSDYDLVLAEDEEMNRMHE
Goα1 186 ETHFTFKNLHFRLFDVGGQRSERKKWIHCFEDVTAIIFCVALSGYDQVLHEDETTNRMHE
Gtα1 181 ETQFSFKDLNFRMFDVGGQRSERKKWIHCFEGVTCIIFIAALSAYDMVLVEDDEVNRMHE
Gsα 209 ETKFQVDKVNFHMFDVGGQRDERRKWIQCFNDVTAIIFVVASSSYNMVIREDNQTNRLQE
G11α 191 EYPFDLENIIFRMVDVGGQRSERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENRMEE
G14α 187 EYPFDLENIIFRMVDVGGQRSERRKWIHCFESVTSIIFLVALSEYDQVLAECDNENRMEE
G15α 194 EYCFSVQKTNLRIVDVGGQKSERKKWIHCFENVIALIYLAALSEYDQCLEENNQENRMKE
G13α 208 EYDFEIKNVPFKMVDVGGQRSERKRWFECFDSVTSILFLVSSSEFDQVvMEDRLTNRLTE

Giα1 245 SMKLFDSICNNKWFTDTSIILFLNKKDLFEEKIK--KSPLTICYPEYAG
Goα1 246 SLMLFDSICNNKFFIDTSIILFLNKKDLFGEKIK--KSPLTICFPEYTG
Gtα1 241 SLHLFNSICNHRYFATTSIVLFLNKKDVFFEKIK--KAHLSICFPDYDG
Gsα 269 ALNLFKSIWNNRWLRTISVILFLNKQDLLAEKVLAGKSKIEDYFPEFAR
G11α 251 SKALFRTIITYPWFQNSSVILFLNKKDLLEDKIL--YSHLVDYFPEFDG
G14α 247 SKALFKTIITYPWFLNSSVILFLNKKDLLEEKIM--YSHLISYFPEYTG
G15α 254 SLALFGTILELPWFKSTSVILFLNKTDILEEKIP--TSHLATYFPSFQG
G13α 268 SLNIFETIVNNRVFSNVSIILFLNKTDLLEEKVQ--IVSIKDYFLEFEG

Giα1 292 [29 aa]-HFTCATDTKNVQFVFDAVTDVIDK 344
Goα1 293 [28 aa]-HMTCATDTNNIQVVFDAVTDIIDA 344
Gtα1 288 [29 aa]-HMTCATDTQNVKFVFDAVTDIIDK 340
Gsα 318 [43 aa]-HFTCAVDTENIRRVFNDCRDIIQR 385
G11α 298 [29 aa]-HFTCATDTENIRFVFAAVKDTILQ 350
G14α 294 [29 aa]-HFTCATDTDNIRFVFAAVKDTILQ 346
G15α 301 [41 aa]-HYTCTTDTQNIRKVFKDVRDSVLA 365
G13α 315 [30 aa]-HFTTTINTENIRLVFRDVKDTILH 368
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