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Caspase Catalytic Domains
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Casp-8 Casp-8 235 YCLIINNHNFAKAREKVPKLHSIRDRNGTHLDAGALTTTFEELHFEIKPHDDCTVEQIYEILKIY
Q14790 Casp-1 164 LALIICNEEFDS---------- IPRRTGAEVDITGMTMLLQNLGYSVDVKKNLTASDMTTELEAF
0.33576 Casp-2 201 LALVLSNVHFTGE------- KELEFRSGGDVDHSTLVTLFKLLGYDVHVLCDQTAQEMQEKLQNF
Casp-14 19 LALILQVT-----=-mmmmcmem KAREGSEEDLDALEHMFRQLRFESTMKRDPTAEQFQEELEKF
Casp-1 Casp-6 46 IALIFNHERFFWH------- LTLPERRGTCADRDNL TRRFSDLGFEVKCFNDLKAEELLLKIHEV
P29466 Casp-7 69 KCITINNKNFDKV------- TGMGVRNGTDKDAEAL FKCFRSLGFDVIVYNDCSCAKMQDLLKKA
0.21049 00000 [ ) e o [ ) ® 00 o
Casp-8 300 QLMDHSN---MDCFICCILSHGDKGIIYGTDGQ----- EAPIYELTSQFTGLKCPSLAGK
1 A ——  (Casp-5 Casp-1 219 AHRPEHK--TSDSTFLVFMSHGIREGICGKKHSEQVPDILQLNAIFNMLNTKNCPSLKDK
P51878 Casp-2 259 AQLPAHR--VTDSCIVAALSHGVEGAIYGVDG----- KLLQLQEVFQLFDNANCPSLQNK
— 0.20769 Casp-14 69 QQAIDSREDPVSCAFVVLMAHGREGFLKGEDGE----- MVKLENLFEALNNKNCQALRAK
Casp-6 104 STVSHAD---ADCFVCVFLSHGEGNHIYAYDA------ KIEIQTLTGLFKGDKCHSLVGK
Casp-2 Casp-7 127 SEEDHTN---AACFACILLSHGEENVIYGKDG------ VTPIKDLTAHFRGDRCKTLLEK
Q9BUP7 00 ccocooe X
0.31976 Casp-8 352 PKVFFIQACQGDNYQKG----- IPVETDSEEQPYLEMDLSSPQTRYIPDEADFLL
Casp-1 277 PKVIIIQACRGD-SPGVVWFKDSVGVSGNLSLPTTEEFEDDAIKK-AHIEKDFIA
Casp-14 Casp-2 312 PKMFFIQACRGDETDRGVDQQDGKNHAGSPGCEESDAGKEKLPKMRLPTRSDMIC
P31944 Casp-14 124 PKVYIIQACRG----------- EQRDPGETVGGDEIVMVIKDSPQTIPTYTDALH
0.35513 Casp-6 155 PKIFIIQACRGNQHDVPV-IPLDVVDNQTEKLDTNITEVDAASVYTLPAGADFLM
Casp-6 Casp-7 178 PKLFFIQACRG----------- TELDDGIQADSGPINDTDANPRYKIPVEADFLF
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0.33161 Casp-8 402 GMATVNNCVSYRNPAEGTWYIQSLCQSLRERCPRGDDILTILTEV 440
’ Casp-1 330 FCSSTPDNVSWRHPTMGSVFIGRLIEHMQEYA-CSCDVEEIFRKY 373
Casp-7 Casp-2 367 GYACLKGTAAMRNTKRGSWYIEALAQVFSERA-CDMHVADMLVKY 410
P55210 Casp-14 168 VYSTVEGYIAYRHDQKGSCFIQTLVDVFTKRK---GHILELLTEV 209
029112 Casp-6 209 CYSVAEGYYSHRETVNGSWYIQDLCEMLGKYG-SSLEFTELLTLV 252

Casp-7 222 AYSTVPGYYSWRSPGRGSWFVQALCSILEEHG-KDLEIMQILTRV 265



