Human Protein-Serine Phosphatase Catalytic Domain
Alignment
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ASILRQEK----NLLDIDAPVTVCGDIHGQFFDLMKLFEVGGSPANTR-YLFLGDYVDRGYFSIECVL
KEILTKES----NVQEVRCPVTVCGDVHGQFHDLMELFRIGGKSPDTN-YLFMGDYVDRGYYSVETVT
REILVEES----NVQRVDSPVTVCGDIHGQFYDLKELFRVGGDVPETN-YLFMGDFVDRGFYSVETFL
CDLLLEES----NVQPVSTPVTVCGDIHGQFYDLCELFRTGGQVPDTN-YIFMGDFVDRGYYSLETFT
REIFLSQP----ILLELEAPLKICGDIHGQYYDLLRLFEYGGFPPESN-YLFLGDYVDRGKQSLETIC
KEVLSKLSTLVETTLKETEKITVCGDTHGQFYDLLNIFELNGLPSETNPYIFNGDFVDRGSFSVEVIL
WSFFAVYD----GHAGSQVAKYCCEHLLDHITNNQDFKGSAGAPSVEN----VKNGIRTGFLEIDEHM
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YLWALKILYPKTLFLLRGNHECRHLTEYFTFKQECKIKY-SERVYDACMDAFDCLPLAALMNQ
LLVALKVRYRERITILRGNHESRQITQVYGFYDECLRKYGNANVWKYFTDLFDYLPLTALVDG
LLLALKVRYPDRITLIRGNHESRQITQVYGFYDECLRKYGSVTVWRYCTEIFDYLSLSAIIDG
YLLALKAKWPDRITLLRGNHESRQITQVYGFYDECQTKYGNANAWRYCTKVFDMLTVAALIDE
LLLAYKIKYPENFFLLRGNHECASINRIYGFYDECKRRY-NIKLWKTFTDCFNCLPIAAIVDE
TLFGFKLLYPDHFHLLRGNHETDNMNQIYGFEGEVKAKY-TAQMYELFSEVFEWLPLAQCING
RVMSEKKHGADRSGSTAAVGVLISPQHTY-FINCGDSRGLLCRNRKVHFFTQDHKPSNPLEKE
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QFLCVHGGLSP-EINTLDDIRKLD~---RFKEPPAYGPMCDILWSDPEDFGNEKTQEH
QIFCLHGGLSP-SIDTLDHIRALD---RLQEVPHEGPMCDLLWSDPD-DRGGW
KIFCYHGGLSP-SIQTLDQIRTID---RKQEVPHDGPMCDLLWSDPE-DTTGW
QILCVHGGLSP-DIKTLDQIRTIE---RNQEIPHKGAFCDLYWSDPE-DVDTW
KIFCCHGGLSP-DLQSMEQIRRIM---RPTDVPDQGLLCDLLWSDPDKDVQGW
KVLIMHGGLFSEDGVTLDDIRKIE---RNRQPPDSGPMCDLLWSDPQ-PQNGR
RIQNAGGSVMIQRVNGSLAVSRALGDFDYKCVHGKGPTEQLVSPEPEVHDIER

FTHNTVRGCSYFYSYPAVCEFLQHNNLLSILRAHEAQDAGYRMYRKSQTTG
--GISPRGAGYTFGQDISETFNHANGLTLVSRAHQLVMEGYNWCHD
--GVSPRGAGYLFGSDVVAQFNAANDIDMICRAHQLVMEGYKWHFN
--AISPRGAGWLFGAKVTNEFVHINNLKLICRAHQLVHEGYKFMFD
--GENDRGVSFTFGAEVVAKFLHKHDLDLICRAHQVVEDGYEFFAK
--SISKRGVSCQFGPDVTKAFLEENNLDYIIRSHEVKAEGYEVAHG
---SEEDDQFITLACDGIWDVMGNEEL CDFVRSRLEVTDDLEKVCN
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FPSLITIFSAPNYLDVYNNKAAVL 318
-RNVVTIFSAPNYCYRCGNQAAIM 276
-ETVLTVWSAPNYCYRCGNVAAIL 273
-EKLVTVWSAPNYCYRCGNIASIM 272
-RQLVTLFSAPNYCGEFDNAGAMM 283
-GRCVTVFSAPNYCDQMGNKASYT 462
EVVDTCLYKGSRDNMSVIL 288

Human Protein-Serine
Phosphatase 2B
Calcineurin
(residues 2-185, white)
Calmodulin
(dark grey)

PDB: 1AUI
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