PLA2-IIA
PLA2-IIE
PLAZ2-G1B
PLAZ-TID
PLAZ-V

PLAZ-TIA
PLAZ-TIE
PLAZ2-G1B
PLA2-IID
PLAZ-V

PLA2-IIA
PLAZ-IIE
PLA2-G1B
PLA2-IID
PLAZ2-V

115
113
125
116
115

Phospholipase A, Catalytic Domain Alignment
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MKTLLLLAVIMIFGLLQAHG--NLVNFHRMIK-LTTGKEAALSYGFYGCHCGVGGRGSPKDATDR
MKSPHVLVFLCLL-VALVTG=--NLVQFGVMIE-KMTG-KSALQYNDYGCYCGIGGSHWPVDQTDW
MKLLVLAVLLTVAAADSGISPRAVWQFRKMIKCVIPGSDPFLEYNNYGCYCGLGGSGTPVDELDK
MELALLCGLVVMAGVIPIQG--GILNLNKMVK-QVTGKMPILSYWPYGCHCGLGGRGQPKDATDW
MKGLLPLAWFLACSVPAVQG--GLLDLKSMIE-KVTGKNALTNYGFYGCYCGWGGRGTPKDGTDW

CCVTHDCCYKRLEKRG CGTKFLSYKFSNSGSRITCA-KQDSCRSQLCECDK
CCHAHDCCYGRLEKLG CEPKLEKYLFSVSERGIFCA-GRTTCQRLTCECDK
CCQTHDNCYDQAKKLDSCKFLLDNPYTHTYSYSCSGSAITCSSKNKECEAFICNCDR
CCQTHDCCYDHLKTQG CSIYKDYYRYNFSQGNIHCSDKGSWCEQQLCACDK
CCWAHDHCYGRLEEKG CNIRTQSYKYRFAWGVVTCE-PGPFCHVNLCACDR

Human Phospholipase
A2-1IA
(residues 21-144, white)
PDB: 1BBC

o0 o Y]
ATCFARNKTTYNKKYQYYSNKHCRGS 140

ALCFRRNLGTYNRKYAHYPNKLCTGP 138
AICFSK--APYNKAHKNLDTKKYCQS 148
AFCLKRNLDTYQKRLRFYWRPHCRGQ 141
VYCLKRNLRSYNPQYQYFPNILCS-- 138
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