Pl-Specific Phosphollpase C Catalytic Domain Alignment
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PLCSL 297 MGQPLSHYLVSSSHNTYLLEDQLAGPSSTEAYIRALCKGCRCLELDCW[}G——PNQEPIIYHGYTFTSKIF
PLCO4 292 MTQPLNHYFICSSHNTYLVGDQLCGQSSVEGYIRALKRGCRCVEVDVWDG--PSGEPVVYHGHTLTSRIL
PLCL2 302 MKQPLSHYFINSSHNTYLIEDQFRGPSDITGYIRALKMGCRSVELDVWDG--PDNEPVIYTGHTMTSQIV
PLCYL 322 MNNPLSHYWISSSHNTYLTGDQFSSESSLEAYARCLRMGCRCIELDCWDG--PDGMPVIYHGHTLTTKIK
PLCBL 318 MSQPLSHYFINSSHNTYLTAGQLAGNSSVEMYRQVLLSGCRCVELDCWKGRTAEEEPVITHGFTMTTEIS
PLCB4 315 MDHPLAHYFISSSHNTYLTGRQFGGKSSVEMYRQVLLAGCRCVELDCWDGKGEDQEPTITHGKAMCTDIL
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PLCS1 366 FCDVLRAIRDYAFKASPYPVILSLENHC-TLEQQRVMARHLHATLGPMLLNRPLDGVT-~---NSLP o
PLCS4 360 FKDVVATVAQYAFQTSDYPVILSLETHC-SWEQQQTMARHLTEILGEQLLSTTLDGVLP---TQLP Phosphatidylinositide-
PLCL2 370 FRSVIDIINKYAFFASEYPVILCLENHC-SIKQQKVMVQHMKKLLGDKLYTTSPNVEE----SYLP Specific Phospholipase
PLCYL 390 FSDVLHTIKEHAFVASEYPVILSIEDHC-STAQQRNMAQYFKKVLGDTLLTKPVEISA----DGLP
PLCBL 388 FKEVIEATAECAFKTSPFPILLSFENHVDSPKQQAKMAEYCRLIFGDALLMEPLEKYPLESGVPLP C-deltal
PLCB4 385 FKDVIQAIKETAFVTSEYPVILSFENHC- SKYQQYKVSKYCEDLFGDLLLKQALESHPLEPGRALP (residues 133-756, white)
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PLCS1 427 SPEQLKGKILLKGKKL 442 PLCST 492 L SDMVIYCKSVHF GGFSSPGTPGQA Inositol-1,4,5-
PLCS4 422 SPEELRRKILVKGKKL 437 PLC84 493  LSSLVIYLKSVSFRSFTHS-KEHYH :
PLCL2 431 SPDVLKGKILIKAKKL 446 PLCL2 492 LSELVSICKSVQFKEFQMS-FQVQK trisphosphate
PLCYL 451 SPNQLKRKILIKHKKL 466 PLCYL 953 LSELWYCRPVPFDEEKIG-TERAC (black)
PLCBL 454 SPMDLMYKILVKNKKK 469 PLCBL 540 MSNLVNYIOPVKFESFEIS-KKRNK PDB: 1DJX
PLCB4 450 SPNDLKRKILIKNKRL 465 PLCB4 565 LSTMINYAOPVKVQGFHVA-EERNI
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PLCS1 517 FYEMASFSENRALRLLQES-GNGFVRHNVGHL SRTYPAGW SPVE
PLCO4 517 FYEISSFSETKAKRLIKEA-GNEFVQHNTWQ PSGL NYNPQELY
PLCL2 516 YWEVCSFNEVLASKYANEN-PGD KRFLARVFPSPMRIDSSNMNPQD
PLCYL 977 YRDMSSFPETKAEKYVNKAKGKKF ! QYNRLQL SRTYPKGQRLDSSNYDPLP!
PLCBL 564 SFEMSSFVETKGLEQLTKS-PVEFVEYNKMQLSRIYPKGT MPQL|
PLCB4 589 HYNMSSFNESVGLGYLKTH-ATIEFVNYNKRQMSRTYPKGG MPQI
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PLCSL 570 PGPEMDVYQDRFQDNGACGYVLKPAFLRD 610
PLCS4 570  AGCOMVAMNMOTAGLEMDICDGHFRQNGGCGYVLKPDFLRD 610
PLCL2 569 OIVAMNFOTPGLMMDLNIGWFRQNGNCGYVLRPAIMRE 609
PLCYL 1031 VALNFOTPDKPMDMNQAL FMTGRHCGYVLQPSTMRD 1071
PLCBL 617 AGCOMVALNFOTMDLAMQINMGMYEYNGKSGYRLKPEFMRR 657
PLCB4 643  AGCOM PDLAMQLNQGKFEYNGSCGYLLKPDFMRR 682
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