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Erk1 DFGLARVADPDHDHTGFLTEYVATRWYRAPE
Erk2 DFGLARVADPDHDHTGFLTEYVATRWYRAPE
Erk3 DFGLARIMDPHYSHKGHLSEGLVTKWYRSPE
Jnk1 DFGLARTACTNFM----MTPYVVTRYYRAPE
p38  DFGLARHTDDE------MTGYVATRWYRAPE
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Sequence Alignment of Activating Phosphorylation Sites
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