G Protein Alpha Subunits
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VKLLLLGAGESGKSTIVKQMKITIHEAGYSEEECKQYKAVVYSNT IQSIIAIIRAMGRLKID
VKLLLLGAGESGKSTIVKQMKITIHEDGFSGEDVKQYKPVVYSNT IQSLAAIVRAMDTLGIE
VKLLLLGAGESGKSTIVKQMKITHQDGYSLEECLEFIAIIYGNT LQSTLAIVRAMTTLNIQ
HRLLLLGAGESGKSTIVKQMRIIHVNGFNGEGGEEDPQAARSNS-[15 aa]-KEAIETIVAAMSNLVPP
LKLLLLGTGESGKSTFVKQMRIIHGAGYSEEDKRGFTKLVYQNI FTAMQAMIRAMETLKIL
LKLLLLGTGESGKSTFIKQMRIIHGSGYSDEDRKGFTKLVYQNI FTAMQAMIRAMDTLRIQ
LKLLLLGPGESGKSTFIKQMRITHGAGYSEEERKGFRPLVYQNI FVSMRAMIEAMERLQIP
VKLLLLGAGESGKSTFLKQMRITHGQDFDQRAREEFRPTIYSNV IKGMRVLVDAREKLHIP
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[34 aa]-KRLWKDSGVQACFNRSREYQLNDSAAYYLNDLDRIAQPNYIPTQQDVLRTRVKTTGIV
[35 aa]-MRLWGDSGIQECFNRSREYQLNDSAKYYLDSLDRIGAADYQPTEQDILRTRVKTTGIV
[34 aa]-QRLWKDSGIQACFERASEYQLNDSAGYYLSDLERLVTPGYVPTEQDVLRSRVKTTGII
[34 aa]-KALWEDEGVRACYERSNEYQLIDCAQYFLDKIDVIKQADYVPSDQDLLRCRVLTSGIF
[32 aa]-KTLWEDPGIQECYDRRREYQLSDSAKYYLTDVDRIATLGYLPTQQDVLRVRVPTTGII
[32 aa]-KQLWQDPGIQECYDRRREYQLSDSAKYYLTDIDRIATPSFVPTQQDVLRVRVPTTGII
[32 aa]-QWLWRDAGIRACYERRREFHLLDSAVYYLSHLERITEEGYVPTAQDVLRSRMPTTGIN
[40 aa]- RﬁLWADSGIQNAYDRRREFQLGESVKYFLDNLDKLGEPDYIPSQQDILLARRPTKGIH
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ETHFTFKDLHFKMFDVGGQRSERKKWIHCFEGVTAIIFCVALSDYDLVLAEDEEMNE
ETHFTFKNLHFRLFDVGGQRSERKKWIHCFEDVTAITFCVALSGYDQVLHEDETTN
ETQFSFKDLNFRMFDVGGQRSERKKWIHCFEGVTCIIFIAALSAYDMVLVEDDEVNR
ETKFQVDKVNFHMFDVGGQRDERRKWIQCFNDVTAITIFVVASSSYNMVIREDNQTNR
EYPFDLENITIFRMVDVGGQRSERRKWIHCFENVTSIMFLVALSEYDQVLVESDNENR
EYPFDLENIIFRMVDVGGQRSERRKWIHCFESVTSIIFLVALSEYDQVLAECDNENRN
EYCFSVQKTNLRIVDVGGQKSERKKWIHCFENVIALIYLAALSEYDQCLEENNQEN
EYDFEIKNVPFKMVDVGGQRSERKRWFECFDSVTSILFLV%S%EFDQVVMFDRLTH
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MK FDSTCNNKWFTDTSITLFLNKKDLFEEKIK--KSPLTICYPEYAG

S5LM CNNKFFIDTSIILFLNKKDLFGEKIK--KSPLTICFPEYTG
SICNHRYFATTSIVLFLNKKDVFFEKIK--KAHLSICFPDYDG
STWNNRWLRTISVILFLNKQDLLAEKVLAGKSKIEDYFPEFAR
[TITYPWFQNSSVILFLNKKDLLEDKIL--YSHLVDYFPEFDG
TTITYPWFLNSSVILFLNKKDLLEEKIM--YSHLISYFPEYTG

LELPWFKSTSVILFLNKTDILEEKIP--TSHLATYFPSFQG
[ TVNNRVFSNVSITLFLNKTDLLEEKVQ--IVSIKDYFLEFEG

Rat G Protein Gia1
(residues 1-353, white)
PDB: 1ASO
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DAVTOVIDK 344
DAVTDIIDA 344
DAVTOIIDK 340
NDCRDIIOR 385
FAAVKDTILQ 350
AAVKOTILQ 346
KDVROSVLA 365
RDVKOTILH 368
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